Gordonia alkanivorans was first described by Kummer et al. (1999) as a novel species isolated from tar-and phenolcontaminated soil of a former tar factory in Rositz (eastern Thuringia, Germany). Gordonia nitida was isolated from industrial wastewater and was demonstrated to degrade 3-ethylpyridine and 3-methylpyridine (Yoon et al., 2000) . Gordonia westfalica was isolated as a cis-1,4-polyisoprenedegrading bacterium from fouling water taken from inside a deteriorated automobile tyre on a farmer's field in Münster (Westfalia, Germany; Linos et al., 2002) . The type strains of all three species exhibit orange to orange-red colonies due to the synthesis of carotenoids.
As revealed by analysis of the 16S rRNA gene sequences of G. alkanivorans DSM 44369 T , G. nitida DSM 44499 T and G. westfalica DSM 44215 T , these species build up a distinct cluster within the genus Gordonia (Fig. 1) T synthesize mycolic acids ranging from 52 to 58 carbon atoms in length, with C 54 and C 56 as the two major mycolic acids. In contrast, the main mycolic acids of G. westfalica DSM 44215 T were C 56 , C 58 and C 60 . The physiological properties of G. alkanivorans DSM 44369 T and G. nitida DSM 44499
T regarding the ability to utilize several carbon sources are also more similar than they are to G. westfalica (Kim et al., 2003 (Linos et al., 2002) . This species is therefore clearly distinguished from G. alkanivorans DSM 44369 T and G. nitida DSM 44499 T .
The high similarities of chemotaxonomic markers and the nearly identical 16S rRNA gene sequences of G. alkanivorans DSM 44369 T and G. nitida DSM 44499 T (1423 of 1424 nucleotides identical) prompted us to reinvestigate the phylogenetic correlation of these species by DNA-DNA hybridization experiments and by automated ribotyping. Automated ribotyping was performed as described previously (Allerberger & Fritschel, 1999) applying the RiboPrinter Microbial Characterization System (Qualicon). The type strains of all three bacterial species exhibited different RiboPrint patterns resulting from PvuII-digested DNA (Fig. 2) . Since RiboPrint patterns are strain-specific for many organisms, the relationship of the type strains of G. alkanivorans and G. nitida was examined at the species level by DNA-DNA hybridization as the established method for definition of bacterial species (Wayne et al., 1987; Stackebrandt et al., 2002) . For DNA-DNA hybridization, DNA was isolated using a French pressure cell (Thermo Spectronic) and was purified by chromatography on hydroxyapatite as described by Cashion et al. (1977) . DNA-DNA hybridization was performed as described previously (De Ley et al., 1970) with modifications according to Escara & Hutton (1980) and Huß et al. (1983) using a Gilford model 2600 spectrophotometer equipped with a model 2527-R thermoprogrammer and plotter. Renaturation rates were calculated using the TRANSFER.BAS program (Jahnke, 1992) and, from two independent experiments, reassociation values of 81?1 and 77?5 % were obtained. Thus, according to Wayne et al. (1987) , G. alkanivorans DSM 44369 T and G. nitida DSM 44499 T represent members of the same species, since the reassociation value was higher than 70 %. Based on the reviewed data and on the additional results presented in this paper, it is proposed that the species G. nitida and G. alkanivorans should be considered synonymous; according to rules of priority (Rules 38 and 42 of the Bacteriological Code; Lapage et al., 1992) , the name G. alkanivorans is the earlier synonym and the name G. nitida the later synonym.
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